The Citric Acid Cycle
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Citric acid cycle (8 steps)
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Anaplerotic Reactions

Reaction

Tissue{s)organism(s)

pyruvate carboxylase

Pyruvate + HCO3 + ATP oxaloacetate + ADP + P,

PEP enrboxvkinase

Phosphoenolpyruvate + CO; + GDP

PEP carboxyvlase

Phosphoenolpyruvate + HCO; oxaloacetats + P,

malic enzyme

Pyruvate + HCO; + NAD(PIH s=———= malate + NAD(P)"

Regulation of the citric acid cycle
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Liver, kidney
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Higher plants, yeast, bacteria
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Glyoxylate cycle
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Vertebrates cannot convert fatty acids, or the acetate derived from them to carbohydate.
In many organisms other than vertebrates, the glyoxylate cycle serves as a mechanism for
converting acetate to carbohydate.



Relationship between the glyoxylate and citric acid cycles
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